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Introduction Antimicrobial Activity of Crab Isolates

Globally, an increasing number of pathogens are evolving resistance to our current antibiotics, signaling the need for
new antibiotics. While 70% of our current antibiotics were discovered from terrestrial microbes, marine bacteria are
an understudied source of potential new antibiotics.
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Eggs were sampled from different mud crabs, with the
sample IDs C14 (A & B) and C17 (C & D). C14 was
identified as the mud crab, Eurypanopeus depressus,
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. Use zone of inhibition assay to test for antimicrobial activity of crab strains against the environmental Figure 2. Zone of Inhibition Diameters of Crab Isolates Against Target Bacteria

The graph above represents the relationship between the crab bacterial isolates and their zone of inhibition diameters measured
in centimeters. Each bar represents a zone of inhibition against a potential pathogen Alteromonas (green), Pseudoalteromonas
(red), and/or Ruegeria (blue). Some bacterial isolates inhibited all potential pathogens, while others do not inhibit any. A larger
zone of inhibition indicates stronger inhibition. Data is an average of three trials.
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PCR products were run on a 1% agarose gel at 100 volts for 20 min. The bands of the crab isolates are between 1.5kb and 2.0 kb (expected product

= 1,500 bp), with one lane (sample 4) that did not amplify. Crab isolate C14_13 was omitted from further sequencing as it did not show - -
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