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Figure 1. Image of the RING
finger protein Vilya

Introduction

= Scored UAS:VNN Drosophila amplified with GAL4::nhanos & GAL4::bam
= Compared against WT data and a negative control cross

= Crossovers are required for segregation of " Nn=1/715
chromosomes in meiosis; Without this process,
nondisjunction may result which can result in a Ak XK
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= They have been found to colocalize and interact significant results when
with Vilya (1) in recombination nodules (RN) cormpbared to WT 0.0
within the SC P PR S
This information indicates a role for VNN In

crossover designation
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Future Directions

= Narya and Nenya will be looked at individually
= Marked deletions will be made using
CRISPR/Cas9
= Narya — mCherry; Nenya — GFP; Vilya — GFP
= Narya and Nenya believed to be redundant

= UAS:VNN will be looked at with a mei-218
Null
= Critical for crossover formation (3)

= To get quantitative data on the levels of
UAS:VNN expression, gRT-PCR will be
performed on Drosophila ovaries

* Figure 7. Depiction of
replacement of Narya with
mCherry, creating a marked
deletion

= Crossover screening in Drosophila has revealed that
there is a statistically significant increase In
crossovers in Drosophila containing the UAS:VNN
transgene, indicating that the three genes have a
role In crossover designation

= While our sasample size showed no significance in
Interference, it is likely that with a larger sample
there would have been a significant decrease in
crossover Interference based on current knowledge
of how designation and interference interact
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